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L106P

Comment s for pENTR4 FKBP12DD N-term C 2602 nucleotides

rrnBT1 transcription termination sequence: bases 106-149
rrnBT2 tr
attL1:bases 358-457 (complementary strand)

attL2:bases 831-931
Kanamycin resistance gene: bases 1053-1862
pUC origin: bases 1928-2599

anscription termination sequence: bases 281-308

FKBP12DD (L106P) domain: 463-786
Multiple cloning site (MCS): bases 786-830

EcoR I Not I

Xho I

Nco I
ACC ATG G GCT GGA TCC GGT ACC GAA TTC GCG GCC
TGG TAC C CGA CCT AGG CCA TGG CTT AAG CGC CGG

Eco RV

CCAGC
GGTCG

Xba I

L106P

GCA CTC GAG ATA TCT AGA
CGT GAG CTC TAT AGA TCT

Bam HI Kpn I

Addgene #17416

Recommended E.coli strain for propagation: TOP10F’ under kanamycin selection.

NOTE: The position of the genetic elements are approximative.


